MGEs remained in our samples after CsCl purification and may actually be plasmid prophages 23 (reviewed in 7), but to be as accurate as possible with our findings, we did not include these three 24 contigs. Additionally, we did not include VirSorter category 3 contigs, which are likely to be soil 25 viruses, since the extraction methods were specifically targeted to obtain soil viruses and current 26 reference databases dramatically under-represents soil viruses (causing VirSorter to put them in 27 category 3; more details in 2).
28

Using viral-host linkages for further comparisons
29
Since viral replication requires the take-over of host translation machinery during 30 infection, viruses may be genetically tuned to interact with that machinery more efficiently. We 31 searched the 17 host-linked viral genomes for two known mechanisms of such genetic tuning.
32
Viruses can mimic host synonymous codon usage, increasing translation speed and fidelity, level 33 of gene expression, and protein folding (15) (16) (17) . We assessed the similarity of codon usage 34 frequency for the Mire viruses and their inferred hosts (Fig. S6) . The virus-host groups clustered 35 only loosely at the genus/species level (notably better at the phylum level; Fig S6) 
